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Playing “hide and seek” 
with the Mediterranean monk seal: 
a citizen science dataset reveals its 
distribution from molecular traces 
(eDNA)
Elena Valsecchi 1,2*, Giacomo Tavecchia 3, Ginevra Boldrocchi 4,5, Emanuele Coppola 6, 
Denise Ramella 1, Livia Conte 1, Monica Blasi 7, Antonia Bruno 8 & Paolo Galli 1,2

Animal conservation relies on assessing the distribution and habitat use of species, but for 
endangered/elusive animals this can prove difficult. The Monk Seal, Monachus monachus, is one of 
the world’s most endangered species of pinniped, and the only one endemic to the Mediterranean 
Sea. During recent decades, direct observations have been few and scattered, making it difficult 
to determine its distribution away from the Aegean Sea (core distribution area of the post-decline 
relict population). This study relies on environmental DNA (eDNA) analysis to detect the presence of 
the Monk Seal in 135 samples collected in 120 locations of the central/western Mediterranean Sea, 
spanning about 1500 km longitudinally and 1000 km latitudinally. A recently described species-specific 
qPCR assay was used on marine-water samples, mostly collected during 2021 by a Citizen Science (CS) 
project. Positive detections occurred throughout the longitudinal range, including the westernmost 
surveyed area (Balearic archipelago). The distribution of the positive detections indicated six 
“hotspots”, mostly overlapping with historical Monk Seal sites, suggesting that habitat-specific 
characteristics play a fundamental role. We applied single-season occupancy models to correct for 
detection probability and to assess the importance of site-specific characteristics. The distance from 
small islets and protected (or access-restricted) areas was correlated negatively with the detection 
probability. This novel molecular approach, applied here for the first time in an extensive CS study, 
proved its potential as a tool for monitoring the distribution of this endangered/elusive species.

Conservation biology hinges upon understanding the distribution and abundance of threatened species in order 
to draw appropriate conservation measures. However, assessing the distribution of elusive and endangered spe-
cies is still challenging due to the difficulty of conducting direct observations, which are not numerous and are 
scattered over a large time frame, making classical survey methods of little  use1 and resulting in a major lack 
of  data2. This is particularly evident for the Mediterranean Sea, which is widely recognized as an important 
hotspot for marine  biodiversity3, yet whose critical habitats for endangered species still need to be identified for 
conservation  purposes4–7.

One of the most elusive marine mammals in the Mediterranean Sea is the Monk Seal, Monachus monachus, 
which is the only pinniped endemic to the Mediterranean  Sea8. This species is listed as Endangered by the IUCN 
Red List and considered one of the most endangered pinniped species in the  world8. Once abundant in the 
basin, the Monk Seal was eradicated from most of its former range well before the Second World  War9,10. This 
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species was exploited for subsistence needs, commercial harvest for skin and oil, and persecuted as a competitor 
for fishery resources and because it caused actual and perceived damage to fishing  gear10–12. In the twentieth 
century, the decline of Monk Seals has been linked to habitat deterioration, destruction, and fragmentation, as 
well as to deliberate aggression by fishermen resulting in animal mortality, and to  bycatch8. Despite verging on 
the brink of extinction, conservation measures introduced for its protection over the past 30 years have led to a 
small increase in its known  subpopulations8. However, apart from its core distribution area in the Aegean Sea, 
direct observations are still relatively few, and thus the Monk Seal’s distribution, home range, habitat use, and 
seasonal movements remain poorly  known13, even if a recent increase in sightings seems to suggest a slow but 
gradual recovery in population  numbers14,15.

In this context of paucity of data, genetic analyses of wild animals’ traces such as scat, hair or fecal sam-
ples have provided a valuable non-intrusive method to study the presence and density of elusive  species16,17. 
Nowadays, methodological enhancements in the field of molecular ecology allow us to detect genetic material 
(environmental DNA, eDNA) shed into the water by any marine organism, overcoming challenges of traditional 
monitoring. Despite some intrinsic limitations, such as the difficulty in determining the geographic origin and 
number of individuals releasing DNA traces, whose fate due to both degradation and transport is still not fully 
understood, the utilization of eDNA techniques has the potential to assess marine biodiversity, including rare, 
cryptic, or vulnerable marine mammal species. This approach may both complement existing surveys and map 
the geographic distribution of species over long time periods and across large spatial  scales18–20.

Moreover, the easy sampling process makes eDNA analyses suitable for citizen-science (CS) projects—i.e. 
the active participation and engagement of the general public in scientific research—which has increasingly 
proven to be a rich and valuable source of information in defining species’  distribution7,21–23. In this context, 
environmental DNA coupled with citizen science in the Mediterranean Sea have the potential to enable wide 
geographical areas to be sampled  simultaneously24,25, as this basin is one of the most densely inhabited in the 
world and its coasts are hotspots for tourism, representing a perfect case scenario for obtaining new information 
for this cryptic pinniped.

Although the fate and persistence of eDNA in the aquatic environment is still not fully understood, since it 
depends also on the source organism, as well as being affected by many biotic (e.g. entering the food web) and 
abiotic (e.g. UV, currents)  factors26–31, it can still provide presence-absence data witnessing the passage of elusive 
species, such as the Monk  Seal32.

Therefore, the aim of the present study is to detect molecular traces (eDNA) of the Monk Seal in the central 
and western Mediterranean Sea and to infer insight on habitat use and population abundance from samples of 
marine water collected by research institutions, as well as non-profit organizations and volunteers within the 
framework of the Spot the Monk 2021 initiative (Supplementary Appendix 1S). Moreover, the distribution of 
absence/presence data of molecular signals was also used to define its range boundaries, elucidate occurrence 
and detection estimates, identify ecological (e.g. foraging) corridors and pinpoint hotspot areas deserving future 
systematic monitoring.

Results
How widespread is the Monk Seal population in the central Mediterranean? The number of 
samples positive to Monk Seal DNA were 57 (42.2%,) out of 135 samples analysed (Supplementary Table 1S). 
Positive samples were found in all four sample categories and four geographic sectors (Figs. 1 and 2). The sam-
ple classes with the highest and lowest incidence of positive samples were the ‘Surveillance’ (67.57%, n = 25 out 
of 37) and ‘Opportunistic’ (24.66%, n = 18 out of 73) classes (Fig. 2A) respectively. The remaining two sample 
classes produced a proportion of positive results of 50% or more (‘Focus-Area’ and ‘Validation’ samples: 57.14% 
and 50%, respectively). We detected six “hotspots”, i.e. areas where multiple positive samples clustered (Fig. 1): 
one includes the whole Balearic sector (S1); one in the Tuscan archipelago and the western side of Elba island 
(S2); one in north-eastern/eastern Sardinia (S2); one embracing the complex system of archipelagos that lap the 
northern and western coast of Sicily (S3); one in the western Ionian and lower Adriatic seas (S4) and the last one 
in the upper Adriatic sea, around the Istrian peninsula (S4).

As expected, when the detection probability is accounted for, the model-averaged estimate (± se) of the site-
occupancy probability was slightly higher than the observed one (0.433 ± 0.06). Contrary to observations, the 
model selection procedure suggested that this probability was similar across sectors (S1 = 0.54, S2 = 0.47, S3 = 0.49 
and S4 = 0.55; Supplementary Fig. 1S(A)). Detection probabilities changed from 0.35 to 0.47, according to the 
sector considered (Supplementary Fig. 1S(B)). Model-averaged estimate (± se) was 0.492 (± 0.06). The model 
with the lowest AICc value was the one that assumed constant parameters (Supplementary Table 2S). This model 
was taken as a starting point to assess the influence of the covariates (see below; Table 3S).

The analysis of spatio-temporal distances between pairs of observed positive samples within each of the six 
hotspots (Supplementary Fig. 2S), combined with the calendar of stacked data from all sectors (Fig. 3), allowed 
the identification of: (i) nested subsets of samples, collected in spatio-temporal proximity, and probably refer-
able to the same individual/s from a single visit (e.g. the three positive samples collected along the island of Sa 
Dragonera the 10th of June 2021); (ii) areas habitually frequented by seals (i.e. regions in which positive signals 
were persistent over time), such as the Caprera Canyon (Fig. 4), the area of the Tuscan archipelago in the upper 
Tyrrhenian Sea, the Aeolian and Egadi archipelagos (Sicily) and the peninsula of Istria in the upper Adriatic; and 
(iii) the simultaneous presence of positive Monk Seal traces in various marine districts, either within the same 
or in different surveyed sectors (all these instances are detailed below in the Discussion, see Fig. 6).

What about habitat quality, selection, use and seasonal occurrence? Results from the replicated 
samples of the three fixed sampling stations in the Focus Area of Caprera Canyon suggested a regular use of this 
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Figure 1.  Maps of the four surveyed sectors showing the 120 points where samples (n=135) were collected. Sectors’ 
frames are colour-coded and their geographical position in relation to the Mediterranean Sea is shown in the map 
at the bottom right. For Sectors 2 and 3 a sub-map (with the same colour-code as the sector) is given to illustrate 
the samples taken from restricted areas. Sampling points surrounded by a yellow square indicate samples that tested 
positive for the presence of Monk Seal DNA in at least one of the experimental replicates: the size of the yellow square 
is proportional to the number of positive responses(the bigger it is the stronger the signal). The dashed lines delimit 
areas (hotspots) where multiple positive samples were observed and which would deserve continuous monitoring. 
The four underscored sample-numbers indicate V samples (validation samples) collected after a reported sighting, 
under the GFM coordination. The bottom table lists all the Spot the Monk partners contributing to the collection of 
samples, and their sampling effort (detailed per sample category, sector and sampling period). The Mediterranean Sea 
Bathymetry map was retrieved, and subsequently cropped, from https:// commo ns. wikim edia. org.

https://commons.wikimedia.org
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area by Monk Seals. Monk Seal DNA was detected in about two-thirds of the samples (66.67%; Fig. 4). Positive 
detections were found in at least two of the three fixed sampling stations each month, from May to October, 
with the exception of September (Fig. 4). In May and July positive signals were identified in all three monitored 
stations, with a more intense signal (number of positive replicates) in station 3, the furthest offshore one. Station 
2, instead, was the one that gave the most regular positive results (in 5 out of 6 surveyed months), indicating a 
persistent presence of the Monk Seal in that area (Fig. 4).

The linear distances from islets and from protected areas did not significantly influence the occupancy prob-
ability, Ψ, (LRT: χ2

1 = 0.663, p = 0.416 and χ2
1 = 0.258, p = 0.612, respectively; Supplementary Table 3S). However, 

they did influence the detection probability, p. In particular the detection probability was greater near marine 
protected areas (χ2

1 = 3.835, p = 0.05) but the model information theory suggested that this relationship was not 
linear. This is because, with the exception of model p(MPA_30) Ψ(.), all models assuming a threshold value of 
the distance from islets or MPA had a lower AICc values than the model assuming constant parameters, model 
p(.)Ψ(.) (Supplementary Table 3S and Fig. 5A,B). The threshold values of the two covariates, that is to say the 
distance beyond which detection is no longer significantly higher than the constant value, was different. The 
detection probability was significantly higher within 1 km from an islet and within 3 kms from marine protected 
areas (Supplementary Table 4S, Fig. 5C).

Is citizen-science dataset valuable? Most samples were collected by the general public and by non-
profit organizations in an opportunistic way to gather precious information. However, a direct consequence 
was that processing times varied between samples. Water was filtered between 0 and 168 days after its collection 
(average: 24 days) and DNA was extracted on average 78 days after water collection (0 to 187 days). The process-
ing time did not influence the occupancy probability. As expected, it negatively influenced the detection prob-
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Figure 2.  Incidence of positive responses (Monk Seal DNA detection in at least one sample replicate) 
across sample types (A) and geographic sectors (B). In the top graph, O = Opportunistic, FA = Focus Area, 
S = Surveillance , V = Validation samples. In the bottom graph S1 = Balearic Islands; S2 = Corsica, Sardinia and 
Tuscany archipelago, S3 = Sicily, S4 = Ionian and Adriatic seas.
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Figure 3.  Calendar showing the chronological distribution of the samples (n = 126) collected during the Core 
Effort Period (CEP, from 08/05/21 to 14/12/21) both in the 4 sectors and overall (below and above the calendar 
bar respectively). The 8-months period has been split into 3 parts to enhance readability. Temporal-clusters, i.e. 
days or groups of days in which water samples were taken simultaneously in different sectors, are highlighted in 
the lower portion of each calendar row (blue boxes)—these were all concentrated between June and September, 
when the joint effort of several CS operators was highest. The number in the white part of each temporal-cluster 
box indicates the number of sectors simultaneously sampled. Temporal-clusters marked with darker blue (#3, 
#4, #5 and #6) are those in which samples were found positive in two or three sectors simultaneously.
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ability (i.e. signal intensity), but the relationship was not statistically significant (Supplementary Fig. 3S(C), SF: 
χ2

1 = 0.46, p = 0.497; SE = χ2
1 = 9.56, p = 0.097). The most delayed eDNA extraction occurred 187 days after water 

collection and returned a positive score.

Discussion
Using the eDNA approach we detected monk seal DNA traces whose persistence in the marine matrix, although 
still not fully understood, is known to be limited over time. Collins et al.33, for example, suggested that the 
molecular trace duration at sea can last 2–3 days. A first clear result is that positive detections were found in 
each of the four geographic sectors, leading to the identification of six “hotspot” areas with high incidence or 
intensity of positive signals (Fig. 1 and Supplementary Fig. 4S). This was somehow unexpected considering the 
low number of sightings. Moreover, Monk Seal DNA has been found in over 50% of the sites sampled in highly 
touristic places, such as the Balearic Islands (Fig. 2B), an archipelago that receives ~ 12 million tourists per year. 
This is even more striking if we consider that the samples were collected at the beginning of the tourist season 
(June–July 2021) and that only 4 sightings have been reported since 2008, of which only one was validated by 
photographic records (F. Avellá pers. comm.). Also, even when correcting for detection probability, the propor-
tion of sites with a positive outcome is an underestimation of Monk Seal presence if individuals visited the site 
a few weeks earlier. The incidence of positives, conditional to detection, in surveillance (S) samples (67.6%), 
collected in meticulously selected areas or habitats considered suitable for the Monk Seal, was more than double 
that found in opportunistic (O) samples (24.7%), collected during touristic cruises (therefore not dedicated to 
the seal study). It is interesting to note that in many surveyed sites (66%) the species had been reported to be 
present in historical times. This long-term site fidelity suggests a certain degree of heterogeneity across habitats 
and an active process of habitat selection by the seals. The distance to islets and marine protected areas influenced 
detection negatively, but not occupancy probability. The relationship between detection probability and distance 
to islets or marine protected area was not linear and detection was statistically significant only at short distances 
(< 1 km from islets and < 3 km from marine protected areas). In our case, detection probability is related to the 
intensity (quantity/quality) of the eDNA signal dissolved in the seawater contained in the bag. Although the 
duration of the signal depends on the organism from which it originates and the source and size of the  particle34, 
it can be an indication that animals are visiting these sites intensively, or spend more time there. It should be 
noted that these two covariates were positively correlated because marine protected areas tend to include small 
archipelagos or off-shore islets. The high presence of eDNA near islets and restricted-access areas could suggest 
that these locations are beneficial for the protection of the Monk Seal, probably because they permit a constant 
regeneration of food supply and contribute to mitigate the wildlife-human conflicts. A stronger signal near islets 

Figure 4.  Focus-area sampling sites above the Caprera Canyon (area geographically located in the red dashed 
rectangle in the map in the left top corner). Coloured circles show the positioning of the three fixed sampling 
stations sampled monthly from May to October 2021. In black are the 3 control samples surveyed in Nov 2021. 
The number of positive replicates in the three study stations and across the six-month interval are plotted in the 
upper and lower graphs respectively. Maps retrieved from https:// www. emodn et- bathy metry. eu/.

https://www.emodnet-bathymetry.eu/
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or protected areas may also reflect the higher rate of dispersion of the eDNA molecules in open waters, where 
the sea currents are stronger compared to coastal ones. Only a large sampling effort in pelagic waters and a better 
understanding of marine mammal eDNA will shed light on this aspect.

Despite the fact that targeted eDNA region cannot be used to identify individual animals, the distribution 
of spatio-temporal distances between pairs of positive samples (Supplementary Fig. 2S) allowed us to infer the 
simultaneous presence of multiple individuals or groups of individuals in distinct marine sectors and to detect 
areas that are habitually frequented by Monk Seals (Fig. 6). The identification of positive samples close in space 
and time provides additional clues on the reliability of the molecular technique, still novel to large-scale screen-
ings in the wild. However, the spatio-temporal analysis of positive samples is also strongly dependent on the 
sampling effort and on the persistence of eDNA in sea water. The repeated samples in the Focus Area at Caprera 
Canyon showed a constant presence of Monk Seals in the waters overlooking the canyon (except in September). 
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Figure 5.  Relationship between incidence of positives and proximity to islets and MPAs. (A) AICc of models 
assuming a threshold value of the distance sets at 1, 3, 5, 10 and 30 km, respectively. Dots are the values for the 
variable ‘Islet’ (white symbol) and ‘MPA’ (solid symbol). The horizontal lines indicate a difference in AICc > 2 
from the retained model of each variable. Threshold values for MPA was at 3 km, while for Islet was 1 km. (B) 
The probability of detection, equivalent to the strength of the eDNA signal, is a negative function of the distance 
from islets (white symbol) and marine protected areas (solid symbols). The horizontal line indicates the average 
value. (C) Detection probability (strength of the eDNA signal) increases near protected areas and islet.
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●
Detec�on of posi�ve samples in:

spa�o-temporal proximity
temporal proximity only
spa�al proximity only▲

●
●

●

▲

▲
▲

▲

▲

●

SAME SEAL RIDE/VISIT (spa�o/temporal proximity):
● - 11-12/11/20: both samples collected one day apart on the shores of Mare�mo and Favignana (Egadi islands, 
Sector 3) were posi�ve; 
● - 10/06/21: all 3 samples taken in the reserve of the islet Sa Dragonera (Majorca) on the same day (samples 21-
Bal01, 21-Bal02, 21-Bal03, Sector 1 Balearics) were posi�ve;
● - 13/11/21: both samples taken around Filicudi and Westeren Lipari (Aeolian Islands, 33km apart) on the same day 
(samples 21-FWC01, 21-FWC02, Sector 3 Sicily), were posi�ve; 

- 14/12/21: 3 out of 4 samples taken around the south-eastern side Lipari (Aeolian Island) on the same day 
(samples 21-FWC07, 21-FWC08, 21-FWC09, Sector 3 Sicily) were posi�ve;
● - 21/05/21 all three FSS on the development of the Caprera Canyon, Sector 2 (Figure 5) were posi�ve; 

- 29/06/21 sta�ons 1 and 2 of the three FSS on the Caprera Canyon, Sector 2 (Figure 5) were posi�ve;
- 22/07/21 all three FSS on the development of the Caprera Canyon, Sector 2 (Figure 5) were posi�ve; 
- 21/08/21 sta�ons 2 and 3 of the three FSS on the Caprera Canyon, Sector 2 (Figure 5) were posi�ve;
- 20/10/21 sta�ons 1 and 2 of the three FSS on the Caprera Canyon, Sector 2 (Figure 5) were posi�ve;

MULTIPLE INDIVIDUALS SIMULTANEOUSLY PRESENT IN DIFFERENT DISTRICTS (temporal proximity
only):

- 29-30/06/21: posi�ve signals were found both in Sectors 1 (sample 21-Bal08) and 2 (samples 21-OOFstat1June 
and 21-OOFstat2June);

- 20-21/07/21: consecu�ve day posi�ve signals were found both in the western (sample 21-SLBk02) and in the 
eastern (sample 21-PM01) sides of the lower Adria�c Sea, ca 260km apart. On the same day (20/07/21) also a 
sample in Sector 1 (21-Bal13) was found to be posi�ve; while on the 22/07/21 a sample in Sector 2 (21-Ketos06) 
near Caprera Island also turned out posi�ve,

- 29/07/21: posi�ve signals were found in Sector 4 both in the Ionian sea (sample 21-SLBk05) and off the coast of 
Monte Negro (sample 21-PM02), at a distance of about 365 km between the two points. The previous day 
(28/07/21) also a sample in Sector 1 (21-Bal16) was found to be posi�ve;

- 03-04/08/21: water samples collected 115km and 1 day apart within the Ionian region in Sector 4  (samples 21-
SLBk08 and 21-SLBk10) were tested posi�ve. One day earlier, on the 02/08/21 also a sample in Sector 2 (21-Med16) 
was found to be posi�ve;

- 20-21/08/21: water samples collected up to ca 175km and 1 day apart within Sector 2  (samples 21-Med19, 21-
OOFstat2Aug and 21-OOFstat3Aug) were tested posi�ve.

AREAS HABITUALLY FREQUENTED BY MONK SEALS (spa�al proximity only):
▲ - Capraia island (Sector 2): posi�ve signals were found in this area over 3 years (1130 days) apart (samples 21-
Ketos06 and 18-1LiGA1 in Valsecchi et al. 2022, with maximum distance of 23 km from each other)
▲ - Caprera canyon (Sector 2): posi�ve signals were found in this area up to 152 days apart (21-OOFstat1May and 
21-OOFstat2May, 21-OOFstat1Oct and 21-OOFstat2Oct, with maximum distance of 12 km from each other)
▲ - Egadi archipelago (Sector 3): posi�ve signals were found in this area up to 292 days apart (samples 20-GFM02, 
20-GFM03, 21-SBLv04, with maximum distance of 25 km from each other)
▲ - Us�ca island (Sector 3): posi�ve signals were found in this area up to 164 days apart (samples 21-GFM03, 20-
Med26, 21-Med27, with maximum distance of 15 km from each other)
▲ - Istrian peninsula (Sector 4): posi�ve signals were found in this area up to 292 days apart (samples 20-GFM04, 
20-GFM05, 21-SBLk14, with maximum distance of 12 km from each other)

●

●

●

●

●

Figure 6.  Results’ summary of the analysis of spatial/temporal distances between pairs of positive samples 
(refer to matrices in Supplementary Fig. 2S). Symbols of the same shape and colours indicate the position 
of samples collected in either spatial (triangle), temporal (square) or spatio-temporal (circle) proximity. The 
Mediterranean Sea Bathymetry map was retrieved from https:// commo ns. wikim edia. org.

https://commons.wikimedia.org
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The persistence of positive Monk Seal traces in this area suggests that this marine district plays an important 
role for foraging, and this is consistent with findings for other marine mammals  too35.

We present here a novel, non-invasive, citizen-science based approach to investigate the distribution and 
the habitat choice of an elusive and endangered pinniped. We also illustrate a possible analytical framework to 
obtained estimates of occupancy probability accounting for site-specific characteristics and detection probability. 
Despite the fact that some aspects related to the origin and fate of the biological traces still need to be understood, 
our work highlights the presence of the Monk Seal in all sectors of the central and western Mediterranean Sea. 
These results permit a re-visitation of the Monk Seal’s distribution map, showing how most of the sites that tested 
positive overlapped with its historical distribution. This long-term fidelity indicates the importance of these sites 
as resting or hunting grounds. We highlight six “hotspot areas” in the central and western Mediterranean Sea 
that deserve constant monitoring with repeated collections at regular intervals to better understand the use of 
the area/habitat by Monk Seals. We also showed that positive detections were clearly higher in the proximity of 
marine areas with restricted access, probably due to a high prey density, and to islets, that might provide resting 
stations. We detected two likely foraging corridors that deserve further research and protection: the Caprera 
Canyon and the Pianosa-Capraia continental edge. Finally, we showed that eDNA identification is a promising 
technique for large-scale, citizen-based projects. In particular, relying on citizens and non-profit organization 
increases the sample size and the spatial scale of the survey. It also contributes to a greater awareness of the 
general public on environmental issues and sustainable activities. The drawback is that the samples may be 
biased in terms of geographic areas (e.g. top tourist destinations may be more frequently sampled) and habitat 
type (samples are mostly, although not exclusively, collected along the coasts). It also produces many occasional 
samples that increase the extension and inconsistency of processing times. These negative aspects of citizen sci-
ence can be overcome by relying on a protocol that maximizes the simultaneous collection of data and the spatial 
distribution of the sampling. It is interesting to note that the number of days occurring between water collection 
and water filtering or DNA extraction did not influence the occupancy nor the detection probability. This con-
firms that the DNA is a stable molecule and can help to design water collection and filtering in a more flexible 
way. For example, water can be collected in multiple sites at the same time (periodic bioblitz), but should not 
necessarily be filtered simultaneously or within a short time interval. However, further experiments are needed 
to measure the degradation of the DNA in sea water to fully understand and interpret the detection probability.

The current study provides a solid base for further and more specific research on Monk Seal habitat choice 
and distribution. This should rely on a sampling design that guarantees a long-term monitoring of sites and the 
simultaneous collection of sampling in multiple sites. It can also reach open sea areas with the collaboration of 
commercial and research vessels.

Methods
Study area and sample classification. We collected 135 samples in the central-western Mediterranean 
Sea, from the Adriatic Sea to the Balearic archipelago (Fig. 1). Samples were collected opportunistically except by 
research organizations that already operate in the area and those collected monthly from May to October 2021 at 
three fixed stations in a Focus Area (Caprera Canyon) in order to infer data on seasonal occurrence in this highly 
productive area. The majority of the samples (126 out of 135) were collected in 2021, from 08/05/21 to 14/12/21, 
hereafter defined as CEP (Core Effort Period). The nine remaining samples were collected from July 2020 to 
April 2021 (see supplementary Table 1S) either soon after a reported sighting or in habitats considered attractive 
to the Monk Seal (see below for sample classification). We divided the sampled area into 4 main sectors (Fig. 1), 
namely the Balearic archipelago (Sector 1), the islands of Corsica, Sardinia and Elba (Sector 2), Sicily (Sector 3) 
and the Adriatic and Ionian seas (Sector 4). The sector numbering follows the order in which the samples were 
analyzed, i.e. from west to east, therefore processing the samples with the lowest expected incidence of positives 
first, based on the current known distribution of the species. Moreover, the four sectors are sufficiently spaced 
out to be able to exclude the simultaneous presence of the same individuals in different sectors, facilitating an 
estimate, albeit approximate, of the incidence of the species within its distribution range.

The samples analyzed in this study were of four types (Supplementary Table 1S):

1. Opportunistic samples, randomly collected along the routes covered by partners (n = 73);
2. Focus-Area samples (n = 18) collected monthly at three fixed station sites (~ 30 kms apart) from the same 

area (Caprera canyon) from May to October 2021. Three additional control samples (n = 3) were collected 
on a transect perpendicular to the canyon.

3. Surveillance samples, collected at sites where seal sightings have been reported during the last decades or in 
habitats suitable to seals’ visit, such as rocky shores with superficial and submerged caves (n = 37; see Fig. 1).

4. Validation samples: marine water samples collected within 24–48 h from reported Monk Seal sightings (n = 4) 
in the Ionian and Tyrrhenian Seas.

Marine water collection and processing. Seawater samples were collected and stored in Bags-in-Box 
containers, according to the BiBSS  protocol36. All samples were collected from the most superficial layer of the 
sea (0–30 cm below sea level), either from a boat (n = 120) or from shore along the coastline (n = 14), with the 
exception of a single sample (20-GFM04) collected underwater at a depth of 6 m (Supplementary Table 1S). 
About 12 L of water were transferred into a light-resistant bag using sterilized devices, e.g. bilge pump or clean 
containers. In the majority of cases (77%), water filtering took place immediately (54%) or within 3–4 weeks after 
collection. During this time the bags containing samples were placed and stored in the shade—at a cool, but not 
freezing temperature. This ensured that cellular membranes of biological traces were maintained and not com-
promised by freezing, with consequent loss of the intracellular eDNA component. However, in about 23% of the 
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cases, the storage time was longer than a month and in one exceptional case it was 168 days (average 23.6 days, 
se = 24.5). Each bag was divided into three 4-L aliquots, each filtered on a nitrocellulose filter with a porosity of 
0.45 μm using the BioSart 100 filtration cylinders (Sartorius). The water sample was forced to pass through the 
filter thanks to the negative pressure created by means of a vacuum pump (Fisherbrand FB70155, Fisher Scien-
tific) applied to the water-collection vacuum flask. Most samples (n = 109, 80.74%) produced 3 subsamples (fil-
ters A, B and C). In some cases, the subsamples were only two (A and B; n = 17, 12.59%) or one (A; n = 9, 6.67%), 
due to the partial loss of marine water during bag handling or filling. Filters were stored at -18ºC before the DNA 
extraction. The eDNA extraction took place from 3 to 151 days after filtering (average 52.3 days, se = 39.26).

Ethical approval is not relevant to this study, as all our samples consisted simply of marine water and no 
Monk Seal was even encounter during sample collection. Thus, all methods were carried out in accordance with 
relevant ethical guidelines and regulations.

Molecular analysis. Here we outline the methodology used to extract the eDNA from the water samples, 
however for further details we refer readers to the description in Valsecchi et  al36. The screening of the 135 
samples analysed in this study involved the filtering of a total of 1431 L of sea water, filtered on a total of 370 
membranes, the extracted DNA from which was run in triplicate for a total screening of 1100 (370 × 3) qPCR 
reactions (Supplementary Table 1S). Since the purpose of the study was to have an overview on the presence 
of the Monk Seal on a wide geographical area, we used a single locus, locus MarVer2, which was the best per-
forming of the 3 loci described in Valsecchi et al.32. The locus choice was motivated for 3 reasons: (1) the high 
detectability rate; (2) the small size of the targeted amplicon (71 bp), particularly suitable for highly degraded 
DNA, such as eDNA; (3) the presence of a long string of unique bases (n = 8) at the 3’ end of the Monk-Seal spe-
cific primer, significantly increasing its specificity. Quantitative Real Time PCR (qPCR) assays were performed 
on a Step One Plus (BIO-RAD) qPCR. The PCR temperature cycling conditions used were: 95 °C for 10 min; 
40 cycles of denaturation at 95 °C for 15 s and annealing-elongation at 56 °C for 1 min; and a final dissociation 
stage. The amplification reaction contained 5.0 μl SsoFast EvaGreen Supermix with Low ROX (Bio-Rad), 0.1 μl 
of each [10 μM] primer solution, 2 μl DNA and 2.8 μl of Milli-Q water. Each of the eDNA sample replicates 
(1–3, according to the number of filters produced by each sample bag) were run in triplicate. For each run, one 
positive control sample, consisting of a 1:103 diluted (216 ng/μl) and purified (Agencourt AMPure XP, Beckman 
Coulter) amplicon obtained from amplification of monk seal tissue, and no-template negative controls were also 
included in triplicate. The Ct (Cycle threshold) values were converted into counts. When the qPCR copy number 
output was below the LOQ but above the theoretical qPCR limit (three copies per reaction according to Bustin 
et al.37) but below the LOQ (according to Klymus et al.38) the qPCR copy number output was considered Detect-
able But Not Quantifiable (DBNQ). Species-specific amplification was confirmed by melting temperatures (TM) 
measured through the dissociation stage and equal to 71.5 ± 0.3 °C (see Valsecchi et al.32). There are currently 
no set criteria for the minimum number of eDNA qPCR technical replicates required to be amplified in order 
to confirm a positive  result39. Therefore, consistently with other studies (e.g. Farrell et al.40), positive amplifica-
tion of one or more technical replicates per sample was counted as positive detection. Amplification ratio (the 
proportion of positive amplification detection relative to attempted technical replicate  reactions40,41 is reported 
for all study samples (Supplemental Table 1S). Thus, here replicates were used not as a certification of “genuine 
presence”, but rather a) in order to increase the chance of detecting rare molecules and b) for quantifying signal 
abundance. Similarly, since the purpose of the study was to find molecular evidence of the presence/absence 
of the Monk Seal, rather than the absolute quantification of its signal, which is irrelevant for the type of target 
organism (see Discussion), we reported both PQD (Positive Quantifiable Detections) and DBNQ outcomes as 
“positive signals”.

Statistical analysis of molecular outcomes. To account for false negatives, i.e. the species is present but 
not detected, in site-occupancy studies, MacKenzie et al.42 proposed a likelihood-based framework to estimate 
the occupancy probability, Ψ, simultaneously with the detection probability, p. Because these parameters appear 
in the model likelihood, biological hypotheses on the factors influencing the parameters or the covariates influ-
encing them can be directly tested through model information theory. The detection probability, p, is estimated 
through repeated surveys. In our case, the marine water sample collected in the bag (~ 12 L) has been filtered in 
three batches of about ~ 4 L each analysed independently. The environmental DNA (eDNA) was present in such 
a tiny amount that often only one or two filters from the same bag gave a positive score. Because a negative filter 
does not necessarily correspond to the absence of eDNA on a particular bag, each filter can be assumed as an 
independent survey of the site (bag). We coded eDNA score into site occupancy histories with three repeated 
surveys, one corresponding to each filter, and analysed the data using single-season occupancy  model42 in pro-
gram MARK v6.243. To avoid pseudo-replication from repeated samples in FA, we retained only data from the 
mid period (July) and discarded the other replicates. Model selection procedure follow the AIC  value44 corrected 
for sample size (AICc). The model with the lowest AICc value should be considered the best compromised 
between model deviance and model complexity. With small or sparse data several competing models might have 
similar AICc values (< 2 points). To account for model selection uncertainty, estimates from each sector were 
obtained by model  averaging43. Finally, we wanted to investigate the influence of two sets of covariates, one set 
related to bag handling and DNA extraction and a second set related to site characteristics. In particular, for bag 
handling and DNA extraction we considered the time spent between water collection and water filtering (noted 
‘SF’) and the time spent between water collection and eDNA extraction (noted ‘SE’). We assessed the effect of 
these two covariates only on the detection probability, p, because related to eDNA degradation. For site charac-
teristics, we considered the distances from both the closest minor island (surface < 200  km2; note ‘Islet’ in model 
notation) and from the closest area with accessibility restriction (noted ‘MPA’ in model notation).
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The latter included marine protected areas (mapped according to the site https:// www. mapam ed. org/) as well 
as military and industrial, e.g. oil/gas extraction platforms, areas localized using the Navionix application. To 
explore non-linear relationship we transformed these continuous covariates in a binary classification variable 
(1–0) considering a threshold distance, θ, with θ = 1, 3, 5, 10 and 30 km (a Monk Seal can travel ~ 40 km per  day45. 
The binary variable took values of 0 for sites at a distance greater than θ and of 1 otherwise. Many sites close to 
marine protected areas were also located close to islets (correlation between MPA and Islet: p = 0.002). For this 
reason, these two variables were tested alone. The statistical significance level for each covariate was calculated 
using a Likelihood Ratio  Test43.

Finally, we used observations conditional to detection to investigate the spatio-temporal distribution of the 
positive samples in order to detect multiple animals (or group of individuals) that are present simultaneously at 
site far apart or in different in sectors. We also identified, within our sampling calendar, days or groups of days 
in which water samples were taken simultaneously (i.e. same day plus ± 1) in different sectors.

Data availability
Details on sampling points, dates and distribution of positives are made available in the Supplementary Infor-
mation file. Further datasets produced during the current study (e.g. DNA copy number outputs) are available 
from the corresponding author on request.

Received: 15 August 2022; Accepted: 9 January 2023

References
 1. Shaw, J., Weyrich, L. & Cooper, A. Using environmental (e)DNA sequencing for aquatic biodiversity surveys: A beginner’s guide. 

Mar. Freshw. Res. 68, 68 (2016).
 2. Smith, K. J. et al. Stable isotope analysis of specimens of opportunity reveals ocean-scale site fidelity in an elusive whale species. 

Front. Conserv. Sci. 2, 1–11 (2021).
 3. Coll, M. et al. The biodiversity of the Mediterranean Sea: Estimates, patterns, and threats. PLoS One 5, (2010).
 4. Cavanagh, R. D. & Gibson, C. Overview of the conservation status of cartilaginous fishes (Chondrichthyans) in the Mediterranean 

Sea. https:// doi. org/ 10. 2305/ iucn. ch. 2007. mra.3. en (2007).
 5. Pace, D. S., Tizzi, R. & Mussi, B. Cetaceans value and conservation in the Mediterranean Sea. Journal Biodivers. Endanger. Species  

S1:S1.004 (2015).
 6. Carlucci, R. et al. Modeling the spatial distribution of the striped dolphin (Stenella coeruleoalba) and common bottlenose dolphin 

(Tursiops truncatus) in the Gulf of Taranto (Northern Ionian Sea, Central-eastern Mediterranean Sea). Ecol. Indic. 69, 707–721 
(2016).

 7. Boldrocchi, G. et al. Distribution, ecology, and status of the white shark, Carcharodon carcharias, in the Mediterranean Sea. Rev. 
Fish Biol. Fish. 27, 515–534 (2017).

 8. Karamanlidis, A. A. et al. The Mediterranean monk seal Monachus monachus: Status, biology, threats, and conservation priorities. 
Mammal Review  46, 92–105. https:// doi. org/ 10. 1111/ mam. 12053 (2016).

 9. Johnson, W. M. The role of the Mediterranean monk seal (Monachus monachus) in European history and culture, from the fall of 
Rome to the 20th century Monk Seals in Post-Classical History. (2004).

 10. Johnson, W. M. & Lavigne, D. M. The Mediterranean Monk Seal (Monachus monachus) in Ancient History and Literature Monk 
Seals in Antiquity. (1999).

 11. Israëls, l. D. Thirty Years of Mediterranean Monk Seal Protection – A Review. Netherlands Com- Mission Int. Nat. Prot. Inst. voor 
Taxon. Zoölogie/Zoölogische Museum, Univ. van Amsterdam, Amsterdam, Netherlands. Meded. No. 281–65. (1992).

 12. Stringer, C. B. et al. Neanderthal exploitation of marine mammals in Gibraltar. Proc. Natl. Acad. Sci. U. S. A. 105, 14319–14324 
(2008).

 13. La Mesa, G., Lauriano, G., Mo, G., Paglialonga, A. & Tunesi, L. Assessment of the conservation status of marine species of the 
Habitats Directive (92/43/EEC) in Italy: results, drawbacks and perspectives of the fourth national report (2013–2018). Biodivers 
Conserv (2021).

 14. Adamantopoulou, S., Karamanlidis, A. A., Dendrinos, P. & Gimenez, O. Citizen science indicates significant range recovery and 
defines new conservation priorities for Earth’s most endangered pinniped in Greece. Anim. Conserv. https:// doi. org/ 10. 1111/ acv. 
12806 (2022).

 15. Nicolaou, H., Dendrinos, P., Marcou, M., Michaelides, S. & Karamanlidis, A. A. Re-establishment of the Mediterranean monk seal 
Monachus monachus in Cyprus: Priorities for conservation. Oryx 55, 526–528 (2021).

 16. Tenan, S. et al. Evaluating mortality rates with a novel integrated framework for nonmonogamous species. Conserv. Biol. 30, 
1307–1319 (2016).

 17. Vanpe, C. et al. Estimating abundance of a recovering transboundary brown bear population with capture- recapture models.  Peer 
Community Journal, 2, e71. (2022).

 18. Lecaudey, L. A., Schletterer, M., Kuzovlev, V. V., Hahn, C. & Weiss, S. J. Fish diversity assessment in the headwaters of the Volga 
River using environmental DNA metabarcoding. Aquat. Conserv. Mar. Freshw. Ecosyst. 29, 1785–1800 (2019).

 19. Itakura, H. et al. Environmental DNA analysis reveals the spatial distribution, abundance, and biomass of Japanese eels at the 
river-basin scale. Aquat. Conserv. Mar. Freshw. Ecosyst. 29, 361–373 (2019).

 20. Closek, C. J. et al. Marine vertebrate biodiversity and distribution within the central California current using environmental DNA 
(eDNA) metabarcoding and ecosystem surveys. Front. Mar. Sci. Vol. 6. (2019).

 21. Boldrocchi, G. & Storai, T. Data-mining social media platforms highlights conservation action for the Mediterranean Critically 
Endangered blue shark Prionace glauca. Aquat. Conserv. Mar. Freshw. Ecosyst. 31, 3087–3099 (2021).

 22. Thiel, M. et al. Citizen scientists and marine research: Volunteer participants, their contributions, and projection for the future. 
Oceanogr. Mar. Biol. An Annu. Rev. 52, 257–314 (2014).

 23. Araujo, G. et al. Citizen science sheds light on the cryptic ornate eagle ray Aetomylaeus vespertilio. Aquat. Conserv. Mar. Freshw. 
Ecosyst. 30, 2012–2018 (2020).

 24. Silvertown, J. A new dawn for citizen science. Trends Ecol. Evol. 24, 467–471 (2009).
 25. Dickinson, J. L., Zuckerberg, B. & Bonter, D. N. Citizen science as an ecological research tool: Challenges and benefits. Annu. Rev. 

Ecol. Evol. Syst. 41, 149–172 (2010).
 26. Barnes, M. A. et al. Environmental conditions influence eDNA persistence in aquatic systems. Environ. Sci. Technol. 48, (2014).
 27. Strickler, K. M., Fremier, A. K. & Goldberg, C. S. Quantifying effects of UV-B, temperature, and pH on eDNA degradation in 

aquatic microcosms. Biol. Conserv. 183, 85–92 (2015).

https://www.mapamed.org/
https://doi.org/10.2305/iucn.ch.2007.mra.3.en
https://doi.org/10.1111/mam.12053
https://doi.org/10.1111/acv.12806
https://doi.org/10.1111/acv.12806


12

Vol:.(1234567890)

Scientific Reports |         (2023) 13:2610  | https://doi.org/10.1038/s41598-023-27835-6

www.nature.com/scientificreports/

 28. Eichmiller, J., Best, S. E. & Sorensen, P. W. Effects of temperature and trophic state on degradation of environmental DNA in lake 
water. Environ. Sci. Technol. https:// doi. org/ 10. 1021/ acs. est. 5b056 72 (2016).

 29. Mächler, E., Osathanunkul, M. & Altermatt, F. Shedding light on eDNA: neither natural levels of UV radiation nor the presence 
of a filter feeder affect eDNA-based detection of aquatic organisms. PLoS ONE 13, 1–15 (2018).

 30. Jo, T., Murakami, H., Yamamoto, S., Masuda, R. & Minamoto, T. Effect of water temperature and fish biomass on environmental 
DNA shedding, degradation, and size distribution. Ecol. Evol. 9, 1135–1146 (2019).

 31. Mauvisseau, Q. et al. The multiple states of environmental DNA and what is known about their persistence in aquatic environments. 
Environ. Sci. Technol. 56, 5322–5333 (2022).

 32. Valsecchi, E. et al. A species - specific qPCR assay provides novel insight into range expansion of the Mediterranean monk seal 
(Monachus monachus ) by means of eDNA analysis. Biodivers. Conserv. 31, 1175–1196 (2022).

 33. Collins, R. A. et al. Persistence of environmental DNA in marine systems. Commun. Biol. https:// doi. org/ 10. 1038/ s42003- 018- 
0192-6 (2018).

 34. Zhao, B., P.M., B. & Timbros, K. The particle size distribution of environmental DNA varies with species and degradation. Sci. 
Total Environ. 797, 149175 (2021).

 35. Würtz, M. Mediterranean submarine canyons. in Ecology and Governance (ed. IUCN) 192 (2012).
 36. Valsecchi, E. et al. Ferries and environmental DNA: Underway sampling from commercial vessels provides new opportunities for 

systematic genetic surveys of marine biodiversity. Front. Mar. Sci. 8, 1–17 (2021).
 37. Bustin, S. A. et al. The MIQE guidelines: Minimum information for publication of quantitative real-time PCR experiments. Clin. 

Chem. 622, 611–622 (2009).
 38. Klymus, K. E. et al. Reporting the limits of detection and quantification for environmental DNA assays. Environ. DNA 1–12. https:// 

doi. org/ 10. 1002/ edn3. 29 (2019).
 39. Goldberg, G. et al. Critical considerations for the application of environmental DNA methods to detect aquatic species. Methods 

Ecol. Evol. 1299–1307. https:// doi. org/ 10. 1111/ 2041- 210X. 12595 (2016).
 40. Farrell, J. A. et al. Detection and population genomics of sea turtle species via noninvasive environmental DNA analysis of nesting 

beach sand tracks and oceanic water. Mol. Ecol. Resour. (2022).
 41. Shamblin, B. M. et al. Loggerhead turtle eggshells as a source of maternal nuclear genomic DNA for population genetic studies. 

Mol. Ecol. Resour. 11, 110–115 (2011).
 42. MacKenzie, D. I. et al. Estimating site occupancy rates when detection probabilities are less than one. Ecology 83, 2248–2255 (2002).
 43. White, G. C. & Burnham, K. P. Program MARK: survival estimation from populations of marked animals. Bird Study 37–41 (1999).
 44. Akaike, H. Information theory and an extension of the maximum likelihood principle in Breakthroughs in Statistics, Vol.I, Founda-

tions and Basic Theory, (eds. Kotz, S. and Johnson, N.L.) 610–624 (Springer-Verlag, New York, 1992).
 45. Adamantopoulou, S. et al. Movements of Mediterranean Monk Seals (Monachus monachus) in the Eastern Mediterranean Sea. 

Aquat. Mamm. 37, 256–261 (2011).

Acknowledgements
This project has been made possible thanks to the passion, involvement and enthusiasm of many people and 
associations, that we want to publicly thank here (listed by alphabetical order). We are greatly grateful to the 
persons involved in: samples’ collection and its logistic (A), samples’ filtration (B), samples’ transportation and 
storage (C), lab work assistance (D), literature search and historic and bibliographic knowledge on historical 
observations (E), providing material and supplies (F). They are: Fabrizio Atztori (A), Francisco Avellà (E), Micaela 
Bacchetta (A), Eleonora Barbaccia (A), Roberta Bettinetti (A, F), Sofia Bonicalza (A, B, C), Chiara Bruno (A), 
Pilar Gomes Calatayud (A), Luciano Capotorto (A), Piero Carlino (A, B, C), Sofia Carlotto (B), Gianfranco 
Carnì (A), Sandro Carniel (A, B, C), Sarah Caronni (A, B, C), Valeria Catapano (B,D), Gianluca Cirelli (A, C), 
Emili Colom (A), Tonino Colucci (A, C), Stefania Del Pra (B), Francesco Delli Santi (A, C), Franco D’Urso (F), 
Andromeda Di Gioia (A, B, C), Daniela Freggi (A, C), Laura Giusti (A, C), Martina Gregorietti (B, C), Iris Hen-
driks (A), Aaron Iemma (B), Domenico Ingargiola (A, C), Antoni Maria Grau Jofre (A), Giovanni La Magra (A, 
C), Maria Francesca Lopez Cortes (A), Filippo Mannino (A, C), Manuel Martinelli (A, C), Filippo Mennuni (A, 
C), Sara Monelli (B), Oliver Navarro (A), Augusto Navone (C), Pier Panzalis (C), Alice Pari (A), Sauro Pari (A), 
Girolamo Parretta (A), Jaume Gelalbert Perellò (A), Simone Perotti (A, C), Ivan Ramos (A), Ivan Renzoni (A, 
B, C, D), Eleonora Rossi (B), Roberto Rutigliano (A, C), Carlotta Santolini (A, B, C), Gianfranco Santolini (A), 
Enzo Savo (A), Alice Scaduto (A), Sofia Spreafico (A), Livia Tolve (A), Antonio Tranchina (A). We also thank the 
following organizations and associations (besides those mentioned in the article): Natural Park of Sa Dragonera; 
Cabrera Maritime-Terrestrial National Park; Serveis de Protecció de Especies of the Balearic Government; Marine 
Reserve of the Balearic Islands; Tramuntana Diving and Scuba Mallorca; Circolo Ibis. The One Ocean Foundation 
project carried out at Caprera Canyon is supported by Rolex as part of its Perpetual Planet initiative. Finally, we 
greatly thank Paul Harris for his careful and meticulous review of our final draft.

Author contributions
E.V. conceived, designed, conducted the study, organised and followed the sampling network, analysed the data, 
and wrote the manuscript. G.T. coordinated sample collection in the Balearic sector and performed statisti-
cal analysis and wrote the manuscript. G.B. coordinated sample collection in Caprera Canyon and promoted 
sponsorship for data publication. E.C. shared his decades of expertise on the Monk Seal for the identification of 
surveillance areas, beside assisting in sample collection and processing. D.R. and L.C. carried out their master 
thesis projects on study subsamples (under E.V.’s and A.B.’s supervisions). M.B. coordinated sample collection in 
surveillance areas of the Eolian archipelago. A.B. coordinated and conducted laboratory analyses and molecular 
data interpretation and contributed in manuscript preparation. P.G. provided the necessary facilities for running 
the research project.

Competing interests 
The authors declare no competing interests.

https://doi.org/10.1021/acs.est.5b05672
https://doi.org/10.1038/s42003-018-0192-6
https://doi.org/10.1038/s42003-018-0192-6
https://doi.org/10.1002/edn3.29
https://doi.org/10.1002/edn3.29
https://doi.org/10.1111/2041-210X.12595


13

Vol.:(0123456789)

Scientific Reports |         (2023) 13:2610  | https://doi.org/10.1038/s41598-023-27835-6

www.nature.com/scientificreports/

Additional information
Supplementary Information The online version contains supplementary material available at https:// doi. org/ 
10. 1038/ s41598- 023- 27835-6.

Correspondence and requests for materials should be addressed to E.V.

Reprints and permissions information is available at www.nature.com/reprints.

Publisher’s note Springer Nature remains neutral with regard to jurisdictional claims in published maps and 
institutional affiliations.

Open Access  This article is licensed under a Creative Commons Attribution 4.0 International 
License, which permits use, sharing, adaptation, distribution and reproduction in any medium or 

format, as long as you give appropriate credit to the original author(s) and the source, provide a link to the 
Creative Commons licence, and indicate if changes were made. The images or other third party material in this 
article are included in the article’s Creative Commons licence, unless indicated otherwise in a credit line to the 
material. If material is not included in the article’s Creative Commons licence and your intended use is not 
permitted by statutory regulation or exceeds the permitted use, you will need to obtain permission directly from 
the copyright holder. To view a copy of this licence, visit http:// creat iveco mmons. org/ licen ses/ by/4. 0/.

© The Author(s) 2023, corrected publication 2023

https://doi.org/10.1038/s41598-023-27835-6
https://doi.org/10.1038/s41598-023-27835-6
www.nature.com/reprints
http://creativecommons.org/licenses/by/4.0/

	Playing “hide and seek” with the Mediterranean monk seal: a citizen science dataset reveals its distribution from molecular traces (eDNA)
	Results
	How widespread is the Monk Seal population in the central Mediterranean? 
	What about habitat quality, selection, use and seasonal occurrence? 
	Is citizen-science dataset valuable? 

	Discussion
	Methods
	Study area and sample classification. 
	Marine water collection and processing. 
	Molecular analysis. 
	Statistical analysis of molecular outcomes. 

	References
	Acknowledgements


