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Background
/Coral

transplantation has become one of the most widel
Implemented approaches for active reef restoration [1,2], yet outcomes
remain highly variable, with compiled studies reporting survival
typically in the 60-70% range [3]. In the Maldives, repeated mass
bleaching events, including the 2016 the recent 2024 global bleaching
episode [4,5], have intensified the need for restoration and local

validation of restoration strategies.

wng-term survival.

However, standard ecological

metrics such as survival and growth do not capture why some
transplanted corals acclimate and persist while others decline.
Transcriptomic approaches can help address this gap by revealing
gene-expression responses associated with stress, acclimation, and

/

Aim
This study aims to characterise the two-year transcriptomic response
of Acropora muricata colonies outplanted from a restoration nursery to
a natural reef in Magoodhoo Island, Faafu Atoll, Maldives. Specifically, it
aims to analyse molecular trajectories, signs of stress, adaptation or
seasonality patterns to identify transcriptional signatures that may
kunderpin successful long-term acclimation to transplantation.
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Transcriptomic response
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